
i p&n&ciGT mumuA p&gkmgt iojiuggcat 

METSerVal GlyArgArg Ar^VallysLeu LeuGlyll 
41 CCIGMGA3G GCAAATGICT TCMTMTIT GftTK7T33AA 
eLeuMEIMBT AlaAsnValPhe IleOyrLeu IleValGlu 
bi GICTXAAAA ACAGIEGCrA AGACAAAAAT GGAAAGOGAG 
ValSerLysAsn SerSerGln AspLysAsn GlyLysGlyG 
121 GAGTAATAAT CTOGAAAGAG AH3TICIQGA iOCEAGCEBG 
lyValllelle ProLysGlu LysPheOrpIys ProProSe 
in 00000033 GCMBCIG3A ACAGGGAACA GGAGAAGCIG 
rlhrPraArg Ala3yrTrpAsn ArgGluGln GluLysLeu. 
zoi AflGAGGIGGT ACA8IO0CAT CTIGAACAGG GIGSOCAATC 
AsnArgTrpflyr AsnProIle LeuAsnArg ValAlaAsnG 
24i AGACAGGGGA GCTSGOCACA TCICCAAACA CAAGTCACCT 
liflhrGlyGiu LeuAlaflhr SerProAsnlhr SerHisLe 
28i GAGCIATIGT GAAOCAGACT OGACGGICAT GACAGCIUIG 
uSerTyrCys GluPrcAspSer ThrValKET TftrAlaVal 
32i PCPCKFYTTh AT^ATUIGCC GGACAGATTT AAAGACTTEC 
ThrAspPheAsn AsnLeuPro AspArgPhe LysAspPbeL 
361 ILTIUIM ' IT GAGKIGCCDG AATTACIOGC TGCTTATAGA 
euLeulyrLeu ArgCysArg AsrfTyrSerLeu LeuIleAs 
401 TCAAG03AAG AAAT3T3CAA AGAAGCTdT CTIACEATIG 
pGLnProLys LysCysAlalys LysProPhe LeuLeuLeu 
44i GGGKIfcAAGT OOOTICC ACATTTIGCE AGAAGGCAAG 
AlalleLysSer LeuIlePro HisPheAla ArgArgGlnA 
«bi CAATIOGGGA GTCTIGGGGC CGAGAAACEA AOGIMQGAA 
lalleftrgGlu SerTrpGly ArgGluDicAsn. ValGlyAs 
521 GCSGACAGTA GTGAGGGICT TOCJIGTIG3G CAAGACAGOC 
nGlrChcVal ValArgValPhe LeuLeuGly LysThrPro 
56i QCASCGACA ACCAGCCIGA CCTTK3GGAC A-X3CTTAAGT 
ProGluAspAsn HisProAsp LeuSerAsp MEILeuLysP 
60i TIGAGAGTGA CAAQCACCAG GACATCCTCA TCIGGAACTA 
heGluSerAsp LysHisGln AspIleLeuMET TrpAsnTy 
64i TAGAGACACA TTUTICAACC TCIUZCIGAA GGAAGTGCIG 
rArgAspThr PhePheAaiLeu SerLeuIys GluValLeu 
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TTICrrRQGfT QQGIGBOCSC TIUL'IUIULA GMQOOGT 
FteLeuArgTrp ValSertftr SerCysPro AspAlaGluP 
TTOICITCAA G3XEATGAT GAOGIGTITC TCAAC2CCCA 
heValPhelys GlyAspAsp AspValflneVal AsrfHiiHi 
ICZOmXTT AKTECTIGA CMGMCAAA 
sHisIleLeu AsrflyrL-uAsn SerLeuSer IysSertys 
QCEAAAGftCT TGTICATMG TCM2IGATC OCAATCCIG 
AlaLysAspLeu PhelleSly AspVallle HisAsnAlaG 
oaxncacoG ggkiaagaaa ctgmgtpct acatoxaga 
lyPrcHisArg Asplyslys LeuIyslyrTyr IlePrcGl 

iiGiuncrfc xmrcicr pcc&ajzm toggqqqggt 

uValPtelyr ThrGlyVallyr ProPrc/Iyr AlaGlyGly 
ogjiggoticc thipcxjxg cnrcnoGC ttcaggcigt 
GlyGlyPheLsu TyrSerGly ProLeuAla LeuArgLeuT 
mm33GIC CMCICI&X CEKITGATCA 
yrSerAlaThr SerArgVal HisLaliyrPro UeAspfts 
Q3AAT3IQCC TICAGAAACT OXXTTIGTr 
pValiyrthr GlyMEICysLeu Glnlyslfii GlyL^uVal 
CCAGAGA2GC ACAAMQCTT OGGACKnT GASKTIGAAG 
PrcGluLysHis LysGlyEbe ArgThrPhe AspIleGluG 
PGM&mZA GAAAAATATT HHTCOKm TSGACCIAAT 
luLysAsnlys LysAsnlle CysSerTyrlle AspLeuKE 
CTIK3TACAT AGC2GAAAAC CTCAAGAGAT GATIGAIA1C 
TLeuValHis SerArglysPro GlnGluMBT IleAspIle 
TOGICPCAGT TGCAA2CTPCC TAATTEAAAA TGCIGA 
TrpSexClnLeu GluSerPro Asnl£ulys Cys 
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i ATGATTIQCr CnOQdTT ACIUGTIMT TTAAGAAATT 

METIlGeysRro SerAlaLeu LeuVallle LeuArgAsnL 
41 TAATAGGGGA AGAAAAAATC ATTIUICA/G AGfilOCICAA 

ajIleArgqiu GluLysIle IleSerGlnGlu IleLeuAs 
8i TTIGATIGAA 7I&AGGATCA MAAAQQGAA TMTCAGITC 

nLeuIleGlu LeuArgMETb/s LysGlyAsn IleGlnLeu 
121 ACAAACICIG CAATCAGTCA IGCATIAAAA GAAATCGATA 

ThrAsnSerAla IleSerAsp AlaLeuLys GluIleAspS 
i6i GTBGIGTCCT CAA1GTIGCT GICACOGai?, MaflCQOGMC 

erSerValLeu AsnValAIa ValThrGlyGi j. ChrGlySe 
20i AQQSAAGTCC AGdTCA'ICA ATACCCIGSG AQ3CAIlt3GG 

rGlylysSer SerJhelleAsi OirLeuArg GlylleGly 
241 AATCAAGAAG ASGGTCCAGC GTOGIQGSGS 

AsnGluGluGlu GlyAlaAla LyslhrGly ValValGluV 
2Bi TAAGCATGGA AAGACAKTA TJOAACAOC OGAATATAGC 

alThiMEIGiu ArgHisPro TyrLysHisPro AsnllePr 
321 CAATGTGSTT TTnGGSAO: TQXH33GAT TOGAAGCACA 

oAsnValVal EheOipAspLeu PrcGlylle GlySerrhr 
36i AAITIQ02AC CAAACACTIA CCIGGftGAAA. ATGAAGTTCT 

AsriPhePrcPrc AsrffiirTyr LeuGluLys MEIIysEfo^r 
♦01 ATGAGTAGGA TITCTICAIT ATTATTICQG GZACAQGCIT 

yrGliflyrAsp PheHielle IlelleSerAla IhrArgHi 
mi CAAGAAAAAT GATATAGACA TTGOGAAAGC AATCAGCATG 

eD/sLysAsn AspIleAspIle AlalysAla IleSerMBT 
4ai ATGAAGAAGG AATKTACIT CGIGAGAAOC AAGGTGGACT 

METLysLysGlu PheOyrPhe ValArgHir LysValAspS 
521 CTGACATAAC AAATGAAGCA GATOSCAAAC CTTAAAOGTT 
erAsplleOhr AsnGluAla AspGlyLysPro QiflhrRi 
56i TGACAAAGAA AAGGTGCIGC AGGACATCGG GCTTAACIGT 
eAspLysGlu LysValLeuGln AspIleArg LeuAsnCys 
601 GTGAACACCT TEAQQGAGAA IG3CATIGCT GAGOCAGCAA 

ValAsrtlhrFfce ArgGluAsn GlylleAla GluProProI 
64i 'iUi'lLLTJCT CTCTAACAAA AATGTTIGIC ACTATCACTT 
lePheLeuLai SerAsnLys AsnValCysHis lyrAspFh 
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681 ( n.\ »iix:m nsoekmcc tgmj\W3IGa ultoxtkbc 

ePrtiValLeu METAspLysLeu IleSerAsp LeuProIle 
7 a ACAATITIAT GtaL'lUlTIA OOCAKEKFCA 

TyrArgArgHis AsnPheMET ValSerLeu PraAsnlleT 
7« CTGKTICAGT CATIGAAAAG ASG03SZAAT TICIGAAGCA 

hrAspSerVal IleGluIys LysArgGlxiEtie LeuIysGl 
soi RAG3ATTTGG OT33A2GGAT TlUL'IUL'llA GCTfiGIGftAT 

nArglleTrp LeuGluGlyPhe AlaAl r^Asp LeuValAsn 
B4i ATCATOCCTT CICIGMTIT TCICTIQGAC AGTCATTTGG 

IlelleProSer LeuOhrEhe LeuLeuAsp SerAspLeuG 
sal 2GSCICIGAA GAAAAQCATC AAATICIAOC QCSCIGTCIT 

luThrLeulys LysSerMBT Lys£h£IyrArg ThrValRi 
921 TOGAGTOGAT GAAACATCIT TQCfiGAGATT 2GCTAGGGAC 

eGlyValAsp GluIhrSerLeu GlnArgLeu AlaArgAsp 
J6i T033AAATAG AQ3IQGATCA GGTGGAGGGC AIGATAAAAT 

TVpGluIleGlu ValAspGln ValGluAla METlleLysS 
iooi CIQ2IGCIGT GTICAAMCT' AOGAIGAAG AAACAATftZA 

erPrcAlaVal FheLysPro ThrAspGluGlu ThrlleGl 
imi £GAAAQQCTT TCAAGATATA TICAGGAGTT C1U1T1UUCT 

rduArgLea SerArglyrlle GlnGluHne cysLeuAla 
ioai AATCEGTACT TALTilL'IAA AAATAGTTIT CTTAAAGAAA 

AsrfiiyiyrLeu LaiProLys AsnSerPhe LeuIysGluI 
U2i TATTTEAOCT GAAA3KTTAT TTOCTIGACA TOGTGACIGA 

leFbeflyrLeu LysTyzT/r FhsLeuAspMET ValThrGl 
U6i G3A1GCTAAA AL'ILTILTIA AAGAGATATG TTEAAGAAAC 

uAspAlab/s ThrLaiLeuLys GluIleCys LeuArgAsn 
1201 '3G 
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5' 

ACGCGTCCGCGCAGCGGCAGCGGCAGCAGCGGCAACAAGTGCCGGAGGCTA 

GCAGAGCCAAGCCGGAGCAGTCCCTGCCGCCGACACCGCCGGGCCGCCCGTC 

CGGGGCGCCGCGCATGGAGCGTGAGCTGCGGCGGTCGCCGGGCTGAGCCGC . 

GCGGAGCGGCCGGGACGTGGATGTGGCCGCGATCTCCCGCCCTTGCCCCCGC 

CCCGCCGAGCTGGAGCTGCTCCCGGACAAGATATGAGAAATGAGTGTTGGA 

CGTCGAAGAATAAAGTTGTTGGGTATCCTGATGATGGCAAATGTCTTCATTTA 

TTTTATTATGGAAGTCTCCAAAAGCAGTAGCCAAGAAAAAAATGGAAAAGGG 

GAAGTAATAATACCCAAAGAGAAGTTCTGGAAGATATCTACCCCTCCCGAGG 

CATACTGGAACCGAGAGCAAGAGAAGCTGAACCGGCAGTACAACCCCATCCT 

GAGCATGCTGACCAACCAGACGGGGGAGGCGGGCAGGCTCTCCAATATAAG 

CCATCTGAACTACTGCGAACCTGACCTGAGGGTCACGTCGGTGGTTACGGGT 

TTTAACAACTTGCCGGACAGATTTAAAGACTTTCTGCTGTATTTGAGATGCCG 

C AATT ATTC ACTG CTT AT AG ATC AGC C GGAT AAGTGTGC AAAG AAACCTTTCT 

TGTTGCTGGCGATTAAGTCCCTCACTCCACATTTTGCCAGAAGGCAAGCAATC 

CGGGAATCCTGGGGCCAAGAAAGCAACGCAGGGAACCAAACGGTGGTGCGA 

GTCTTCCTGCTGGGCCAGACACCCCCAGAGGACAACCACCCCGACCTTTCAG 

ATATGCTGAAATTTGAGAGTGAGAAGCACCAAGACATTCTTATGTGGAACTA 

CAGAGACACTTTCTTCAACTTGTCTCTGAAGGAAGTGCTGTTTCTCAGGTGGG 

TAAGTACTTCCTGCCCAGACACTGAGTTTGTTTTCAAGGGCGATGACGATGTT 

TTTGTGAACACCCATCACATCCTGAATTACTTGAATAGTTTATCCAAGACCAA 

AGCC.AAAGATCTCTTCATAGGTGATGTGATCCACAATGCTGGACCTCATCGG 

GATAAGAAGCTGAAGTACTACATCCCAGAAGTTGTTTACTCTGGCCTCTACCC 

ACCCTATGCAGGGGGAGGGGGGTTCCTCTACTCCGGCCACCTGGCCCTGAGG 

CTGTACCATATCACTGACCAGGTCCATCTCTACCCCATTGATGACGTTTATAC 

TGGAATGTGCCTTCAGA.A.ACTCGGCCTCGTTCCAGAGA.A.\CACA.A.AGGCTTC 
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AGGACATTTGATATCGAGGAGAAAAACAAAAATAACATCTGCTCCTATGTAG 
ATCTGATGTTAGTACATAGTAGAAAACCTCAAGAGATGATTGATATTTGGTCT 

CAGTTGCAGAGTGCTCATTTAAAATGCTAAAATAGATACAAACTCAATTTKG 

SATWGRAAGGGGTWTTTTGRATWGGYCCCATGTTGGGGTCTCACATTAGAGT 

AATTTCTATTTNAANCATGAAATTGCCTTTATGAGTGATACCCATTTANGGCC 

TCTAANCCTTCATTTGNACTCACGTGAAGAAGGGAAAGCGGGAGAAGGTAAT 

TTNTTTATGGTGAATGGCAGGATATTGGTCT3ACTTACCGOTAGGGGANTTTA 

AAACTGGNCCTTTTTGAATCTGTTTGGATGGCCCTT 
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MSVGRRIUKLLGILMMANWIYFIMEVSKSSSQEKNGKGEVnPKEKFVVKISTPPE 

AYWNREQEKL^QYNPILSiMLTNQTGEAGRLSMSHLNYCEPDUlVTSVVTGFN 

^DRFKDFLLYLRCRiNYSLLmQPDKCAKKPFLLIAIK^LTPHFARRQAIRESWG 

QESNAGNQTVVRVFLLGQTPPED>raPDLSDMLKFESEKHQDimW>mU3 

SLKEVLFLRWVSTS CPDTEFVTXGDDD VFVT4THKILNYLN SLSKTKAKDLFIGDV 

IHNAGPHRDKKLKYYIPEVVYSGLYPPYAGGGGFLYSGHLAIJILYHITDQVHLY 

ProDVYTGMCLQKLGLVPEKHKGFllTFDmEK^^^CSY^T>IAILVHSRKPQEM 

IDIWSQLQSAHLKC 
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2 46 ATG AGTGTTGGACGTCG AAG AAT AAAGTTGTTG - -GG - T ATCCTG ATG ATGGC AAATGTC 3 02 

1 1 M M I M I M I M 1 1 M 1 1 1 1 1 1 M M 1 M I 1 1 M 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 

1 ATGAGTGTTGGACGTCGAAGAATAAAGTTGTTGTTGGGTATCCTGATGATGGCAAATGTC 60 

3 03 TTCATTTATTTTATTATGGAAGTCTCCAAAAGCAGT AGCC AAGAAAAAAATGGAAAAGGG 3 62 

1 1 1 1 1 1 1 1 1 II I II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II I ! 1 1 ! 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 , 

6 1 TTCATTT ATTTTATTATGGAAGTCTCCAAAAGCAGTAGCCAAGAAAAAAATGGAAAAGGG 12 0 
3 63 GAAGTAATAATACCCAAAGAGAAGTTCTGGAAGATATCTACCCCTCCCGAGGCATACTGG 422 

MIMIMIIMIIIIIIMMIIIIMIIIIIMIMMIIIIMIMIIMIIIIIII 

121 GAAGTAATAATACCCAAAGAGAAGTTCTGGAAGATATCTACCCCTCCCGAGGCATACTGG 180 
42 3 AACCGAGAGCAAGAGAAGCTGAACCGGCAGTACAACCCCATCCTGAGCATGCTGACCAAC 4 82 

I I II M M I 1 1 1 1 1 1 1 1 1 1 M I I I I I I ! I I I I I I I I M I I 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 M I M 

181 AACCGAGAGCAAGAGAAGCTGAACCGGCAGTACAACCCCATCCTGAGCATGCTGACCAAC 2 40 
483 CAGACGGGGGAGGCGGGCAGGCTCTCCAATATAAGCCATCTGAACTACTGCGAACCTGAC 5 42 

IIIIIMIIIIMIMMIIIIIIIIIIIIIIMIIMIMMIIIIIMIIIMIIMI 

2 41 CAGACGGGGGAGGCGGGCAGGCTCTCCAATATAAGCCATCTGAACTACTGCGAACCTGAC 3 00 
543 CTGAGGGTCACGTCGGTGGTTACGGGTTTTAACAACTTGCCGGACAGATTTAAAGACTTT 602 

MIIIIMIIIIIMIIIIIMIIIIIMMIMIIIMIMIIIIIIIIIIMIMMI 

3 01 CTGAGGGTCACGTCGGTGGTTACGGGTTTTAACAACTTGCCGGAC AGATTTAAAGACTTT 3 60 
603 CTGCTGTATTTGAGATGCCGC AATT ATTCACTGCTTATAGATCAGCCGGATAAGTGTGCA 662 

[ M 1 1 1 1 1 1 1 f 1 1 1 1 1 1 M 1 1 1 M i I 1 1 1 1 1 1 1 1 1 ! I ! 1 1 1 1 ! 1 1 M 1 1 1 1 i 1 ) i I ! 1 1 1 

3 61 CTGCTGTATTTGAGATGCCGCAATTATTCACTGGTTATAGATCAGCCGGATAAGTGTGCA 42 0 
663 AAGAAACCTTTCTTGTTGCTGGCGATTAAGTCCCTCACTCCACATTTTGCCAGAAGGCAA 72 2 

M I I II ': I ! I I : M I I I I ! I ! 1 1 i M I i i M II I II I M 1 1 1 i I ! i 1 1 I I I ! 1 I ! 1 1 I i I 

421 AAGAAACCTTTCTTGTTGCTGGCGATTAAGTCCCTCACTCCACATTTTGCCAGAAGGCAA 480 
7 23 GCAATCCGGGAATCCTGGGGCCAAGAAAGCAACGCAGGGAACCAAACGGTGGTGCGAGTC 7 82 

IIIIIIIMIIIMIIIIIIIIIIIIIIIIIIIIIMIIIMIMIMIIIIIIIIIMI 

481 GCAATCCGGGAATCCTGGGGCCAAGAAAGCAACGCAGGGAACCAAACGGTGGTGCGAGTC 540 
7 83 TTCCTGCTGGGCC AGACACCCCCAG AGGACAACCACCCCGACCTTTCAGATATGCTGAAA 842 

IIIIIMIIillllllllllllllMIIIIIMIIMIIMIIMIIIIIIIIIMMII 
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541 



TTCCTGCTGGGCCAGACACCCCCAGAGGACAACCACCCCGACCTTTCAGATATGCTGAAA 600 
843 TTTGAGAGTGAGAAGCACCAAGACATTCTTATGTGGAACTACAGAGACACTTTCTTGftAC 902 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 M M 1 1 1 M 1 1 M I N I! 1 1 1 1 1 1 1 

601 TTTGAGAGTGAGAAGCACCAAGACATTCTTATGTGGAACTACAGAGACACTTTCTTCAAC 660 
903 TTGTCTCTGAAGGAAGTGCTGTTTCTCAGGTGGGTAAGTACTTCCTGCCCAGACACTGAG 962. 
661 iTCTCTCTGAAGGAiGTGCTGTTTCTCAGGTGGGTAAGTACTTCCTGCCCAGACACTGAG 7 2 0 
963 TTTGTTTTCAAGGGCGATGACGATGTTTTTGTGAACACCCATCACATCCTGAATTACTTG 1022 

IIIIMIIIIIIIMMIUIIMIIIIIIIilillMliMIMIIIIIIIMIMIII 

721 TTTGTTTTCAAGGGCGATGACGATGTTTTTGTGAACACCCATCACATCCTGAATTACTTG 7 80 
1023 AATAGTTTATCCAAGACCAAAGCCAAAGATCTCTTCATAGGTGATGTGATCCACAATGCT 1082 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIMIIIIIIIIIIIIIIIIIIIIIM 

7 81 AATAGTTTATCCAAGACCAAAGCCAAAGATCTCTTCATAGGTGATGTGATCCACAATGCT 840 
1083 GGACCTCATCGGGATAAGAAGCTGAAGTACTACATCCCAGAAGTTGTTTACTCTGGCCTC 1142 

|||MI!lll!limilMIII!IMIMIIIIIIIIIMMIIIIIMMMIIIIII 

841 GGACCTCATCGGGATAAGAAGCTGAAGTACTACATCCCAGAAGTTGTTTACTCTGGCCTC 9 0 0 
1143 TACCCACCCTATGCAGGGGGAGGGGGGTTCCTCTACTCCGGCCACCTGGCCCTGAGGCTG 1202 

IIIIIIIIMMMIIIMMIMIIIIIIIMIMIIMIMIIIIIIIMMIIIIII 

9 0 1 TACCCACCCTATGCAGGGGGAGGGGGGTTCCTCTACTCCGGCCACCTGGCCCTGAGGCTG 9 6 0 
1203 TACCATATCACTGACCAGGTCCATCTCTACCCCATTGATGACGTTTATACTGGAATGTGC 1262 

IIIIMMIMIIIMIMIIIIIIIIIIIIIMIMMIIIIIIIMIIIMIIIIIM 

9 6 1 TACCATATCACTGACCAGGTCCATCTCTACCCCATTGATGACGTTTATACTGGAATGTGC 1020 
1263 CTTCAGAAACTCGGCCTCGTTCCAGAGAAACACAAAGGCTTC AGGACATTTGATATCGAG 1322 

MIIIIMIIMIIIIIMMMIIIIMIMIMIIIIIMIMIIIIIMIMIIIII 

1021 CTTCAGAAACTCGGCCTCGTTCCAGAGAAACACAAAGGCTTCAGGACATTTGATATCGAG 10 80 
1323 GAGAAAAACAAAAATAACATCTGCTCCTATGTAGATCTGATGTTAGTACATAGTAGAAAA 1382 

I M | M It 1 1 1 11 1 M M I U 11 i 1 1 1 ! I M I M M M M M 1 1 1 1 i M M M M U 1 M 

1081 GAGAAAAACAAAAATAACATCTGCTCCTATGTAGATCTGATGTTAGTACATAGTAGAAAA 1140 
1383 CCTCAAGAGATGATTGATATTTGGTCTCAGTTGCAGAGTGCTCATTTAAAATGCTAA 143 9 
1141 CCTCAAGAGATGATTGATAT^ 1197 
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MSVGRRRIKLLGILMMANVFIYFIMEV^^ 
MSVGRRR IKLLG I I^MANVF ^ 

MSVGRRRIKLLGIU4MANVFIYFIMEVSKSSSQEKNGKGEVIIPKEKFWKIST 

REQEKI^QYNPILSMLTOQTGEAGRLSNISHLNYCEPDLRVTS^/VTGFNNLPDRFKDFL 
REQEKL^QYNPILSMLTNQTGE^GRLSNISHLNYCEPDLRVTS\^rrGFNNLPDRFKDFL 
REQEKLNRQYNPILSMLTNQTGEIAGRLSNISHLNYCEPDLRVTSVVTGFN^ 

LYLRCRNY S LL I DQPDKC AKK PFLLLA I K SLT PHF ARRQA I RESWGQESNAGNQTWRVF 
LYLRCROTSLLIDQPDKCAKKPFLLI^IKSLTPHFARRQAIRESWGQESNAGNQTVVRVF 

LYLRCRNY S LL I DQPDKC AKKP FLLLA I K S LT PHFARRQA I RESWGQESNAGNQTWRVF* 

LLX^QTPPEDNHPDLSDMLKFESEKHQDILMWNYRDTFFNLSLK^LFLRWVSTSCPDTEF 
LLGQTPPEDNHPDLSDMLKFESEKHQDILMWNYRDTFFNLSLKEVLFLRWVSTSCPDTEF 
LLGQTPPEDNHPDLSDMLKFESEKHQDILMV^RDTFFNLSLKEVLFLRWSTSCPOTE^ 

VFKGDDDVFVNTHHILI^LNSLSKTKA 

VFKGDDDVFVNTHHILNYLNSLSKTKAKDLFIGDVIHNAGPHRDKKLKYYIPEWYSGLY 
VFKGDDDVFVNTHHILNYLNSLSKTKAKDLFIGDVIHNAGPHRDKKLKYYIPEWYSGLY 

PPYAGGGGFLYSGHLALRLYHITDQVHLYPIDDVYTGMCLQKLGLVPEKHKGFRTFDIEE 
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